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RESULT 4 

Title: US-10-644-052A-313 
Perfect score: 24 

Sequence: 1 tcgtcgttttgacgttttgtcgtt 24 
Immunostimulatory nucleic acid #331 
AX104151 

LOCUS AX104151 24 bp DNA linear PAT 30-APR-2001 

DEFINITION Sequence 343 from Patent WO01 22972. 
ACCESSION AX104151 
VERSION AX104151.1 GI: 13920348 
KEYWORDS . 
SOURCE synthetic construct 
ORGANISM synthetic construct 

other sequences; artificial sequences. 
REFERENCE 1 
AUTHORS Krieg,AM., Schetter,C. and VollmerJ.C. 
TITLE Immunostimulatory nucleic acids 
JOURNAL Patent: WO 0122972-A 343 05-APR-2001; 

UNIVERSITY OF IOWA RESEARCH FOUNDATION (US) ; Coley 
Pharmaceutical 

GmbH (DE) 
FEATURES Location/Qualifiers 
source 1. .24 

/organism-'synthetic construct" 
/mol_type="unassigned DNA" 
/db_xref="taxon:32630" 

ORIGIN 

Query Match 100.0%; Score 24; DB 2; Length 24; 

Best Local Similarity 100.0%; Pred. No. 0.081; 

Matches 24; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 TCGTCGTTTTGACGTTTTGTCGTT 24 

iiiiiiiiiiiiiiiiiiiiiui 

Db 1 TCGTCGTTTTGACGTTTTGTCGTT 24 



